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HmT20135F, A SRITE—NE=1NEFHMRCChiraleu (CH) |
Ciocaia (CI) #OMihai Bravu (MB) BhaxXeE, BEIRE/I20-65°C .

TABLE 2 Hot springs investigated in this study

Hot spring GPS? location Sample temp (°C) DNA sample code c¢DNA sample code
Chiraleu N47.3036 E22.2998 40 CH40 CH40r
46 CH46 CH46r
53 CH53 CH53r
Ciocaia N47.3327 E22.0514 20 Cl20 CI20r
35 CI35 CI35r
65 Cl65 Cl65r
Mihai-Bravu N47.2616 E21.9449 53 MB53 MB53r
59 MB59 MB59r
65 MB65 MB65r

aGPS, Global Positioning System.



K Physicochemical characteristics of the hot spring waters

TABLE 1 Physicochemical characteristics of the hot spring waters?

Value for:
Parameter Chiraleu Ciocaia Mihai-Bravu
Na™* (mag/liter) 676 4,120 931
K+ (mg/liter) 16.5 99,2 133
Ca?t* (ma/liter) 4.53 10.2 15
ClI= (mg/liter) 1,160 820 537
HCO,~ (mg/liter) 1,140 1,980 895
CO,% (mag/liter) 96 <6 132
50,2~ (mg/liter) 2.7 18.9 50
NH,* (mag/liter) 23.2 25 0.09
Fe?+ (mg/liter) 0.136 0.114 0.383
Mn2* (mg/liter) 0.008 0.004 0.018
NO,~ (mag/liter) 0.59 0.81 1.08
PO,*~ (mg/liter) 120 390 150
pH 7.86 7.75 7.91
Water temp (°C) 57 67 60
Water flow (liters/s) 4 3.5 4.5
Conductivity (uS/cm) 2,570 12,100 2,780

50,2~ data are from reference 92; all other data are from reference 91.
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FIG 1 Quantification of 165 rRNA gene and transcript abundances by qPCR in each of the investigated hot
spring microbial mats.
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FIG 2 Relative abundances of prokaryotic classes and phyla encountered in the hot spring microbial mats. The sequencing
results from both the DNA- and cDNA-based approaches are shown side by side. Different colors are used to represent the
three sampling sites: yellow, Chiraleu (CH); pink, Ciocaia (Cl); and blue, Mihai-Bravu (MB).
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